Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.070; wR factor = 0.162; data-to-parameter ratio = 20.6.
In the title compound, C 28 H 20 F 3 NO 3 , the pyrrolidine ring adopts a half-chair conformation. The other five-membered rings adopt envelope conformations with the spiro and methylene C atoms as the flap atoms. In the crystal, molecules are connected via weak C-HÁ Á ÁO hydrogen bonds, forming sheets parallel to the bc plane.
Related literature
For a related structure and background references, see: Wei et al. (2011) . For ring puckering parameters, see: Cremer & Pople (1975) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) x þ 1 2 ; Ày þ 1 2 ; z þ 1 2 ; (ii) Àx þ 2; Ày; Àz þ 2.
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 ). Å and f = 189.1 (6)° with atom C13 at the flap, respectively. The indane (C1-C9) ring is essentially planar [maximum deviation of 0.208 (2) Å for atom C5] and forms dihedral angles of 28.51 (10)° and 61.94 (9) ° with the terminal phenyl (C14-C19/C21-C26) rings.
In the crystal (Fig. 2) , the molecules are connected via weak intermolecular C-H···O (Table 1) hydrogen bonds, forming two-dimensional networks parallel to the bc-plane.
Experimental
A mixture of (E)2-(4-trifluoromethylbenzylidene)-2,3-dihydro-1H-indene-1-one (0.001 mmol), ninhydrin (0.001 mmol) and sarcosine (0.002 mmol) (1:1:2) were dissolved in methanol (10 ml) and refluxed for 4 h. After completion of the reaction as evident from TLC, the mixture was poured into water. The precipitated solid was filtered, washed and recrystallised from petroleum ether-ethyl acetate mixture (1:1) to reveal the title compound as yellow blocks.
Refinement
All hydrogen atoms were positioned geometrically [ C-H = 0.95-1.00 Å] and were refined using a riding model, with U iso (H) = 1.2 or 1.5 U eq (C). A rotating group model was applied to the methyl groups. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq F1 1.4957 (2) −0.05331 (7) 0.55766 (14) 0.0444 (4) 
0.0479 (11) 0.0266 (9) 0.0723 (12) 0.0028 (7) 0.0446 (9) 0.0036 (8) F2 0.0411 (10) 0.0529 (11) 0.0326 (8) 0.0268 (8) 0.0128 (7) 0.0114 (7) F3 0.0405 (10) 0.0351 (9) 0.0443 (9) 0.0066 (7) 0.0053 (7) −0.0204 (7) O1 0.0308 (10) 0.0292 (10) 0.0189 (7) 0.0075 (7) 0.0077 (7) 0.0047 (7) O2 0.0281 (10) 0.0321 (10) 0.0215 (8) 0.0070 (8) −0.0032 (7) −0.0025 (7) O3 0.0298 (10) 0.0234 (9) 0.0200 (8) −0.0010 (7) 0.0013 (7) 0.0043 (7) supplementary materials sup-9 
